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Detection of Norovirus Genes by RT-PCR with Four Primer Sets
in Sapporo from December 2002 to June 2003

Masayuki Kikuchi, Y oshie Miyakita, Hideyasu Tsuchiya, Tomoko Otani and Kozo Fujita

Stool and vomitus samples from patients with gastroenteritis were examined for the detection of
Noroviruses (NV) by reverse transcription-polymerase chain reaction (RT-PCR) using four primer sets in
Sapporo from December 2002 to June 2003. NV genes were detected in 55 of 102 stool specimens and in
three of four vomitus specimens. Genogroup Il (GlI) and Gl genes were detected in 54 and two samples,
respectively. In another two samples Gl and GlI strains were detected simultaneously. The primer set of
COG2R/F designed for the open reading frame (ORF) 1 and ORF2 junction region detected al of the GlI
viruses. The detection rates for Gll strains using primer sets of NV81/82/SM82 and P1/P3 were 31.5% and
55.6% respectively, in 54 samples.

This result suggests that the primer set of COG2R/F is highly sensitive and specific for detection of
NV Gl strains.
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