28 53-57(2001)

*1 *D *3

2 129
Restriction fragment length polymorphism RFLP

0 16 10.3 RFLP
1 2 11 40
RFLP
2-1
2
1S6110 129
Restriction fragment length polymorphism 2-2
RFLP INS? PCR
1.2 16110 245bp
duTP
2
1 3 2-3 RFLP**®
RFLP
1p L
ISOPLANT NIPPON GENE DNA
DNA
37 2
RFLP 1 1.0%
3 RFLP I.D.NA Agarose TaKaRa 12v, 16
DNA

11

N

53



120 20 DNA
3-1
42 30
42 16
11
2 1
30
HNPP 4
uv 2

'!. Az |-,| He L [ E F Fs

M Tm & II.HJI 0 BENuE N MBEE®R DX 3 I:ll'l?aﬂrl..
-
- l :
‘ -
' -
1

F No.75 130 131
No.85 86 H No.94 104
M Hind
WE M I F R

M Hind

w &

E1¥
I"

1
40 31 1
13
17 13
72 56
G B 1

Mng,... o ¥E oo

e

oW [

 Es milaE
R T



No
A A 7 51 H11.01
117 91 H12.10
As* 52 88 H11.08
B B 13 85 H11.03
34 78 H11.06
41 59 H11.09
43 90 H11.09
Bs* 59 68 H11.11
62 72 H11.11
65 33 H12.01
78 27 H12.04
79 23 H12.05
106 56 H12.10
114 67 H12.11
C C 18 75 H11.04
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86 45 H12.03 85
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H H 94 62 H12.08 104
104 36 H12.09 94
I I 112 36 H11.07
116 50 H12.11
J J 92 50 H12.07
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Ks* 21 56 H11.04
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Report No.2;The Result of the Examination

Tsuneaki Kawai Takashi Hirochi Shoichi Akaishi Tomoko Otani Kozo Fujita
AikoTakase*  Masaaki Shinagawva®  Hidenobu Matsumoto ™

We carried out the restriction fragment length polymorphism (RFLP) analysis of 129 strains of
Mycobacterium tuberculosis which were isolated at two hospitals in Sapporo city. The number of
identified bands varied from 0 to 16 (mean, 10.3 bands). The identical banding pattern was classified into
11 types, and two to 11 strains (total of 40 strains) belonged to each identical RFLP pattern. However,
there was the polymorphism among other 89 strains, which showed their respective nonidentycal patterns.

RFLP pattern was identical in each group of isolates from patients with suspected clustering infection.
This result indicated that each endemic was due to the same source of infection.

*1. Health Center of Sapporo City
*2. Sapporo South National Hospital
*3 Hokkaido Social Institute Central Hospital
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