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Table 1 Mutagenesis of lacZ~ Hosts Transformed with pUC19-/acZC* DNA Exposed to
Polycyclic Aromatic Hydrocarbons Pretreated with Hepatic S9 Fraction from Aroclor

1254-induced Rats

Host Chemical Number of Number of Mutant
(0.25 pg) transformants screened revertant frequency

JM109

. Control o 8.6 X 107 Lo 0.1 X 107°
Anthracene 28.4 X 10° 13 05 X 10~
1,2-Benzanthracene 28.9 X 10° 28 1.0 X 107®
2,3-Benzanthracene 29:3 X 10° 10 03 x 10
Dibenz[a,e] anthracene 19.8 X 10° a2 1.6 X 1073

B Dibenzla hlanthracene 236 x 10° 0 04 X 107
Pyrene 28.9 X 10° 21 0.7 X 1075
Benz[a]pyrene 29.0 X 10° 17 0.6 X 107°
Benz[e]pyrene 29.4 X 10° 13 0.4 X 107°

SURE® '

I Control o 10 X 08 ] Lo 0.1 X 107°
Anthracene 9.0 X 10° 20 1.7 X 10°°
1,2-Benzanthracene 5.9 X 10° 27 45 X 1073
2,3-Benzanthracene 8.5 X 10° 14 1.6 X 10°°
Dibenz[a,e]anthracene 4.3 X 108 49 11.4 X 1075

B Dibenzla hlanthracene 85 x 10° 15 18 X 107
Pyrene &b X 10° 16 1.8 X 107°
Benz[alpyrene 8.7 X 10° 22 2.5 % 107
Benz[e]pyrene 9.1 X 108 13 14 % 105

pUC19-lacZC**' DNA not exposed to the polycyclic aromatic hydrocarbons was used as control.



Table 2 Mutagenesis of /lacZ~ Hosts Transformed with pUC19-/acZC*' DNA Exposed to
Polycyclic Aromatic Hydrocarbons Pretreated with Human Cytochrome P450 1A1

Chemical Number of Number of  Mutant
Host
0.25 pg) transformants screened revertant frequency
JM109
Control 8.6 X 10° 1 0.1 X 10°°
Anthracene 8.9 X 10° 15 1.7 X 10-°
1,2-Benzanthracene 5.7 X 10° 8 1.4 X 10°°
2,3-Benzanthracene 9.4 X 10° 8 0.9 X 10-°
Dibenz[ a,e] anthracene 8.9 X 108 12 1.3 X 10-°
Dibenz|[a, 2] anthracene 9.5 X 10° 12 0.3 ® 16+
Pyrene 8.8 X 108 15 1.7 X 105
Benz[alpyrene 9.5 X 10° 9 0.9 X 107
Benz[elpyrene 11.0 X 10° 5 0.5 X 1073
SURE®
Control 7.0 X 10° 1 0.1 X 10°5
Anthracene 9.0 X 10° 20 1.6 X 10°°
1,2-Benzanthracene 5.9 X 10° 27 39 X 103
2,3-Benzanthracene 8.5 X 10° 14 2.2 X 10-°
Dibenz[ a,¢] anthracene 4.3 X 105 49 7.3 X 10°°
Dibenz[ a, ] anthracene 8.5 X 105 15 2.6 X 1075
Pyrene 8.5 X 10° 16 27 X L
Benz[alpyrene 8.7 X 10° 22 3.5 x 1075
Benz[e]pyrene 9.1 X 10° 13 4.8 X 107°

pUC19-lacZC* DNA not exposed to the polycyclic aromatic hydrocarbons was used as control.

Table 3 Analysis of Nucleotide Changes in the Target Sequences of pUC19-/acZC*' DNA
Transformed into E. coli JM109 and SURE® Strains after Exposure to Polycyclic
Aromatic Hydrocarbons Pretreated with Hepatic S9 Fraction from Aroclor 1254~
induced Rats

Chemical Substitution Deletion Insertion
ereats G»A G-»T G-C G G
JM109
Control 1 —~ - - _
Anthracene 4 1 = 2 =
1,2-Benzanthracene 13 1 = 7 1
2,3-Benzanthracene 7 Z = 1 =
Dibenz[a,e] anthracene 3 1 1 12 -
Dibenz[ 4, 2] anthracene 4 ~ — 3 -
Pyrene 13 1 = 3 =
Benz[a]pyrene 11 ~ 1 3 ~
Benz[e]pyrene 7 1 2 2 =
SURE®

Control 1 = = = =
Anthracene 3 = = 9 4
1,2-Benzanthracene 3 = = 12 =
2,3-Benzanthracene 1, - = 7 3
Dibenz[a,e]anthracene — - -~ 21 -
Dibenz|a, #]anthracene 2 = = 6 -
Pyrene 7 = & 4 1
Benzla]pyrene 4 = = 10 1
Benz[e]pyrene 5 ~ = 5 1

pUC19-lacZC'*' DNA not exposed to the polycyclic aromatic hydrocarbons was used as control.



Table 4 Analysis of Nucleotide Changes in the Target Sequences of pUC19-/acZC* DNA
Transformed into E. coli JM109 and SURE® Strains after Exposure to Polycyclic
Aromatic Hydrocarbons Pretreated with Human Cytochrome P450 1Al

Chemical Substitution Deletion Insertion
= G=A G-oT G=C G D
JM109
Control 1 = = ~ =
Anthracene 4 1 = 2 =
1,2-Benzanthracene 1 2 = 4 -
2,3-Benzanthracene 2 = 1 1 =
Dibenz[a,e] anthracene 5 - ~ 2 =
Dibenz[a, /] anthracene 5 ~ ~ 3 =
Pyrene 4 ~ = 2 =
Benz[alpyrene 3 - ~ 2 ~
Benz[e]pyrene 2 = = 1 =
SURE®

Control 1 = = = =
Anthracene = = - ) =
1,2-Benzanthracene 3 = - 11 =
2,3-Benzanthracene 1 - =2 7 =
Dibenz[a,e]anthracene = - = 13 ~
Dibenz[ a, ] anthracene - = = 3 -
Pyrene 2 = = 8 1
Benz[alpyrene 2 s = T 1
Benz[elpyrene 4 = = 14 =

pUC19-lacZC*' DNA not exposed to the polycyclic aromatic hydrocarbons was used as control.
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IR ERDOFE R ICESEE T I edHESI LT
puan gz E 5 flc TG EFISFEET % £, DNA MK
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