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Comprehensive Analysis of Gene Expression in Blood Mononuclear Cells
of Mouse with Atopic Dermatitis
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Fig.1 Reversed Monochromic Image of cDNA Micro-
array Hybridization

DNA probes complementary to RNA preparations from both
the test and control samples were synthesized by fluorescently
labelling with Cy5- and Cy3-dUTP, respectively, through a single
round reverse transcription reaction. The fluorescent probes
were pooled in equal quantity and allowed to hybridize to 8,000
clones on a Mouse cDNA Microarray (Agilent) under stringent
conditions. Extent and characteristic spectra of emission due to
fluorescent dyes, Cy5 (red) and Cy3 (green), were measured using
Scan Array 500 (GSI Lumonics). In this figure the data are
presented as a reversed and monochromated version.
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Fig.2 Scatter Plot of the Expression Level of Test
Mononucleous Cells (Cyb) in Contrast to the
Expression Level of Control Mononucleous Cells
(Cy3)
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Fig. 3 Differential Expression of 8,000 Genes
Investigated by Microarray Hybridization

The vertical axis shows differential expression calculated as
the ratio of the values of the Cyb-fluorescence signal and Cy3-
fluorescence signal. A positive number indicates that Cy5 (test
cells) signal is greater than Cy3 (control cells) signal, whereas a
negative number indicates that Cy3 signal is greater than Cyb
signal.

NTw3iE»iz, AD L OBETERRFOHE S IS
TwiwiEfbA VR, HlEAEREE, flggsssic
7 2 /B EEBEABCESE T 2 BE TSRO 6N,
IheDEEFICIE, £ M ADD XA =X ADOHFE R
AR BWERER O D OBIEEET L L UERTE 21
B D B, o5, BREERTOFRTHRIILR v
A, WREAEREZCES T 2 E#ETHSCEAL, Ex
DBET O FFIRILZ REFNICHIE L TAD L O E%
BHSMIZT B2 ENEELEL 3,

Table 1 Activation and Suppression of Gene Expression in Blood Mononuclear
Cells of Mouse with Atopic Dermatitis

Gene function

activated genes

Number of
suppressed genes

Number of

Immune response 5 10
Apoptosis 5 1
Oxidative stress 16 =
Receptor response 4 4
Heat shock response — 3
Proteolysis and peptidolysis 8 4
Phosphorylation 4 6
Adhesion and cell cycle control 20 7
Translation and transcription 15 10
Amine metabolism 4 =
Metabolism (amino acid, lipids efc.) 20 5
Other functions 388 262
Total 506 312
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