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Investigation for the Method of Isolation and
Identification of
Enterohemorrhagic Escherichia coli O26
in Case of Big Outbreakes

Tsuneaki Kawai, Takashi Hirochi, Yumiko Sakamoto, Shoichi Akaishi,
Tomoko Otani and Kozo Fujita

In July 2002, we experienced outbreaks of enterohemorrhagic E. coli 026 EHEC 026 infectionin
two nurseries. Eight hundred and thirty two stool samples from children, staffs in both nurseries and their
family, and 40 frozen meal samples were cultivated for isolation of EHEC O26. Another 21 samples as
residual water in the bottom of playing pool and wiped materials were also tested. As a result, EHEC 026
was isolated from atotal of 47 children (including 21 patients), two asymptomatic nurses in nursery A, five
persons of children’s family in nursery B and one water sample remaining in a bolt hole of the bottom of
nursery B playing pool.

We investigated the optimal media for the effective isolation and identification of EHEC O26 by using
samples which we got in those outbreaks. Our results suggest that; (1) Cefixime-potassium-tellurite
rhamnose MacConkey (CT-RMAC) agar is more selective and useful than Rhamnose MacConkey agar for
the detection of EHEC O26; (2) Enrichment cultivation by modified Escherichia coli broth for 18 hours at
42  raises detection rates of EHEC 026; and (3) Addition of cellobiose to CT-RMAC agar promotes the
selectivity for isolation of EHEC O26.
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